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Heatmap diagram of Average nucleotide identity metric of isolated strains versus strains of
other species which appeared most related upon preliminary analysis using the 16SrRNA gene
sequence. 95% (white and red colour) is considered to be the species boundary. A: RS3014; B:
S3021; C: RS308; D: S3027; E: S3018.
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Bacillus_atrophaeus subsp. globigii strain BSS

Bacillus_subtilis_subsp._subtilis_str._168 Bacillus_atrophaeus_subsp._globigii_strain_BSS
Bacillus_amylaliquefaciens_IT-45 Bacillus_subtilis_subsp. subtilis_str._168
Bacillus_velezensis_strain J525R Baclllus_amyloliquefaciens_IT-45
Bacillus_paralicheniformis_strain_ BacB4 Bacillus_velezensis_strain JS258
Bacillus_licheniformis_strain_SCDB_14 Bacllius_paralicheniformis_strain_Bacg4
Bacillus_sonorensis_strain_G25-136 Bacillus licheniformis strain SCDB_14
RS3014 Baclllus_sonorensis_straln_G25-136
Bacillus_altitudinis_strain_GR-8 Bacillus_pumilus_strain_Ha05YPOO1
Bacillus_pumilus_strain_Ha06YPOD 1 Bacillus_altitudinis_strain GR-8
Bacillus_toyonensis_strain P18 Bacillus_thuringiensis serovar_berliner ATCC_ 10792
Bacillus_mycoides_strain BPN36-3 Bacillus_cereus_strain_BC33
Bacillus_thuringiensis_serovar_berliner_ATCC_10792 Baclllus_toyonensis_strain P18
Bacillus_cereus_strain_BC33 53021

Bacillus_mycoides_strain_BPN36-3
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Bacillus_paralicheniformis_strain_Bac84 Bacillus_albus_strain_PG_26

Bacillus_licheniformis_strain_SCDB_14

Bacillus_sonorensis_strain_G25-136 Bacillus_fungorum_strain_17_SMS_01
Bacillus_pumilus_strain_HaDBYPOO1
Bacillus_paranthracis_strain_14_9
Bacillus_altitudinis_strain_GR-8
RS5308 Bacillus_tropicus_strain_ADA_CPS1
Bacillus_subtilis_subsp._subtilis_str,_168
Bacillus_anthracis
Barillus_atrophaeus_subsp._globigii_strain_BSS =
illus_amyloli i -4
Baclllus_amyloliquefaciens_IT-45 Bacillus_pacificus_strain_ant_ht
Bacillus velezensis strain JS25R
Bacillus_toyonensis_strain_P18 Bacillus._wiedmannii_strain_SRS2

Bacillus_mycoides_strain_ BPN36-3
53027

Bacillus_thuringlensis_serovar_berliner ATCC_10792

Bacillus_cereus strain BC33 Bacillus_mabilis_strain_15_00177
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Streptomyces coelicoflavus strain NBRC_15399

Streptomyces_ardesiacus_strain NBRC_15402

Streptomyces_anthocyanicus_strain_JCM_4739

Streptomyces_rubrogriseus_strain_NBRC_15455

Streptomyces_tendae_strain_JCM_4610

treptomyces_violaceorubidus_strain_NRRL_B-16381

Streptomyces_fradiae ATCC_10745
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